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Development of airway epithelial keratinization and barrier function as a novel
therapeutic target for asthma

Inoue, Hideki
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Epithelial barrier dysfunction is implicated in asthma. We investigated the
effects of fungal exposure on airway epithelial cells. Gene and protein expression were examined in
the airway epithelial cell line 16HBE140- after exposure to alternaria extract. RNA-Seq revealed
upregulation of RNA regulation and transcription-related genes upon alternaria exposure.
Downregulation of genes related to cell membrane function of intracellular organelles was observed.
Alternaria exposure induced upregulation of the inflammatory cytokines IL-6 and IL-8, and
downregulation of the filaggrin, a keratinocyte protein. Treatment with JTC-801 did not improve
filaggrin expression. Control of fungal exposure-induced airway inflammation and maintenance of the
keratinocyte protein barrier may be involved in the improvement of the pathophysiology of fungal
sensitization asthma.
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