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This research found that current signals with specific shapes reflecting
cell size and ion leakage were generated by potential differences in a micropore-based bridge
circuit and identified three bacterial species by classifying signal shapes using machine learning.
In addition, we discovered several common mutations in the bacterial drug efflux pump, which is
responsible for the efflux of antibiotics and bioactive compounds from bacteria, present in
drug-resistant Pseudomonas aeruginosa. We were able to submit the paper as an achievement that will
lead to the development of a rapid method for determining bacterial resistance.

Furthermore, by analyzing and classifying the gases generated from the culture medium using machine

Iearnin?, we succeeded in identifying bacterial species. The number of bacterial species is
currently increasing and further analysis is underway for practical use.
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