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Transomics analysis of glucose-responsive metabolic regulation through
crosstalk between the liver and muscle and its alterations associated with
obesity

Kokaji, Toshiya
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To understand the mechanism of dysfunction of the inter-organ metabolic
cycle in obesity, we constructed metabolic regulatory networks of liver and muscle, which are major
glucose metabolizing organs, in wild-type mice and obesity model mice, and integrated them to
construct a transomic network that crosses the liver and muscle.

As a result, we newly constructed a muscle glucose responsive transomic network, which can be
compared and integrated with the liver network. We found that metabolites themselves do not regulate
metabolism in the muscle of obese mice, but are instead regulated by gene expression.
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