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Investigating the molecular mechanism behind the improvement of glucose and
lipid metabolism through time-restricted feeding
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It has been revealed that SIRT1 in adipocytes contributes to the improvement
of thermogenic function in brown adipose tissue through time-restricted feeding. Furthermore, it is
suggested that SIRT1 may contribute to the induction of lipid metabolism turnover and enhanced

mitochondrial function induced by time-restricted feeding. The mechanism involves the activation of
the salvage pathway of nicotinamide adenine dinucleotide (NAD) through time-restricted feeding,
leading to an increase in the amplitude of clock gene expression mediated by SIRT1.
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