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Identification of a miRNA panel for predicting recurrence after surgery in
pancreatic cancer by comprehensive analysis

Nishiwada, Satoshi
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We performed biomarker discovery to identify an Axon guidance-related miRNA
panel (AGMP) for risk-stratification of perivascular plexus recurrence (PPR) after surgery in PDAC.
The pathway-miRNA interaction analysis using the miRPathDB 2.0 identified 13 miRNAs related to the
axon guidance pathway. Subsequently, the predictive performance of the 13-miRNA risk-prediction
model, AGMP was trained and validated in three independent surgically resected sample cohorts
[Upfront surgery (US) cohort: n = 162, NACRT cohort: n = 217, Arterial invasion cohort: n = 62],
which robustly distinguished PPR after surgery in the US (AUC: 0.95), NACRT (AUC: 0.94), and
Arterial invasion cohort (AUC: 0.91). Furthermore, we additionally validated the performance of AGMP

in a pretreatment blood cohort (n = 53), which again confirmed the robustness of
risk-stratification for PPR (AUC: 0.86). Conclusions: We developed a novel biomarker, AGMP, that
demonstrated remarkable predictive performance for PPR in PDAC.
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Upfront surgery cohort (R/BR-PV)
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Neoadjuvant chemoradiotherapy cohort (R/BR-PV)
n=217
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