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Usefulness of adding genomic mutation information for diagnosis of horizontal
cholangiocarcinoma progression

Takahashi, Hiroyuki
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In this targeted sequencing of resected cholangiocarcinoma specimens, some

type of genetic mutation was detected in 91% of cases. TP53 mutations were found in 78%.
Immunostaining for p53 in tumors showed a high concordance between TP53 mutations and p53 staining
patterns.

Sequencing of truncal segments showed that all truncal positive cases had a genetic mutation in the
bile duct truncus that was consistent with the primary tumor, and all had TP53 mutations. In 40% of
the truncus-negative cases, a genetic mutation was found in the bile duct transection, with the same
genetic mutation as the main tumor in all but one case, and all but two cases were TP53
mutation-positive. Anastomotic recurrence was observed in two cases of negative margins, both of
which had genetic mutations in the margins.
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