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Creation of IPMN organoid model and elucidation of malignant transformation
mechanism by genetic screening
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The purpose of this study was to elucidate the malignant transformation
process of IPMN (intraductal papillary mucinous neoplasm), a precancerous lesion of pancreatic
cancer, using molecular biological techniques. PDAC organoids retained the morphological
characteristics of primary tumors. We have not yet established IPMN organoids, but we are planning
to identify niche factors that are necessary for the establishment of IPMN organoids. We established

a technique for clustering immune cells in the tumor immune microenvironment using single cell RNA

seq in surgical specimens of esophageal cancer.
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