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Development of a method for detecting GNAS gene variants in intramuscular myxoma
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In this study, we were able to demonstrate that GNAS gene variant search is
useful for differentiating intramuscular myxomas from low-grade myxofibrosarcomas by performing a
highly accurate search method. Although next-generation sequencing is superior when the aim is to
comprehensively search for various variants, If only hotspot variants are targeted, PCR-based
analysis methods (fragment signal analysis using restriction digestion and capillary electrophoresis
after PCR combined with PNA clamping/PCR-direct sequencing combined with PNA clamping) was
sufficient to identify the variants and was a useful method.
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