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Elucidation of the mechanism of impaired sperm maturation in the epididymis
caused by varicocele and search for new therapeutic targets

Inagaki, Yusuke
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We evaluated gene expression in epididymal head and tail tissues by
microarray, and compared and analyzed the changes in gene expression in each group. Genes that
showed a pattern of up-regulation and down-regulation in the control group, varicocele group, and
silicon intake group were extracted, and further filtered out based on the range of variation. As a
result, 26 genes were extracted, and while 7 genes reported to be related to oxidative stress were
found to have altered expression, 19 genes were extracted that were not clearly related to changes
caused by varicocele. These results identified several new candidate genes that may be responsible
for impaired sperm maturation.
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Evaluation of the efficacy of silicon-based agent in rats with long-term varicocele
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