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Elucidation of the carcinogenic process of cervical gastric-type mucinous
carcinoma from lobular endocervical glandular hyperplasia

Ida, Koichi
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Fresh frozen tissue sections were prepared from the resected uterus of a

case of GAS with LEGH, and somatic mutations in LEGH and GAS were compared by whole exome sequencing
analysis of genomic DNA from the LEGH and GAS regions. LEGH and GAS shared seven somatic mutations,
including a pathogenic GNAS mutation. In addition, another GNAS pathogenic mutation was found only
in GAS. Based on the above, GAS, in this case, developed from LEGH, and the addition of the GNAS
mutation might contribute to carcinogenesis.
As there is no experimental model of LEGH/GAS, we attempted to establish a patient-derived organoid
(PDO) of GAS. As a result, we established GAS-PDOs that could be stably cultured for long periods
and confirmed that they retained their gastric characteristics.
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