2021 2022

Elucidation of carcinogenesis of ovarian cancer using multi-transcriptome
analysis at the single-cell resolution
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This study aims to elucidate the mechanism of malignant transformation
through single-cell analysis for ovarian cancer. First, we focused on the malignant transformation
of ovarian mature teratoma. We performed single-cell and spatial transcriptome analysis of five
cases of this malignancy and found that the KLF5 gene was highly expressed in the carcinoma cells.
Spatial transcriptome analysis has also been performed for serous ovarian carcinoma in four cases,
and factors related to drug sensitivity were identified. In addition, we also found that cell
cycle-associated kinases are potential novel therapeutic targets in uterine leiomyosarcoma.
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