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Detection of oral cancer-specific saliva-derived miRNA using a novel nucleic
acid amplification method
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MicroRNAs are highly expressed in tumor tissues, and their specificity is
higher than that of tumor markers. While treating oral cancer, the principal investigator came up
with the idea that saliva, which can be analyzed non-invasively, could be used to elucidate
pathological conditions, early diagnosis and treatment, detect drug effects, and detect metastasis
and recurrence. Saliva collection from oral cancer cases and acceptance by the ethics committee were

completed, but the SATIC method was not established in the final year, but microarray analysis of
saliva collected at each clinical event and pathway analysis revealed vascular endothelial cell
proliferation. Increased expression of genes related to factor receptor VEGFR2 was observed. It
decreased after surgical resection, and abnormal expression was observed at the time of lung
metastasis, which was consistent with the clinical course. The results of immunostaining are also
similar and will be reported in the future.
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