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Cnm S. mutans

Development of novel therapies based on the DNA sequence of Cnm-positive S.
mutans.

Saito, Satoshi
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We previously reported a high prevalence of intracerebral hemorrhage in
individuals harboring Streptococcus mutans expressing Cnm, a collagen-binding protein found in the
oral cavity. S.mutans is a major pathogen responsible for dental caries.

In this project, we have achieved the following three main outcomes: (1)Demonstrated the association
between Cnm-positive S. mutans and cerebral microbleeds not only in the deep area, but also in the
lobar area. (2)Successfully completed patient enrollment in the multi-center prospective RAMESSES
study, aiming to compare stroke patients with Cnm-positive S. mutans to those without. (3)ldentified
the B-repeat sequence of Cnm-positive S. mutans as crucial for binding to the vascular basement

membrane.
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