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Comprehensive genomic profiling (CGP) potentially detects pathogenic
variants associated with hereditary cancer. These presumed germline pathogenic variants (PGPVs) are
difficult to determine from tumor-only sequencing assays because their somatic or germline origins
remain unclear. Patients found to have PGPVs during CGP require genetic counseling (GC) referrals.We

established a database of PGPVs; PGPVs were detected in approximately 7% of the 1079 cases tested
by the CGP. On the other hand, less than half of the PGPV-detected cases received GC. The reasons
were poor general condition, death before the results were explained, and patients” lack of interest

in knowing their own genetic information. These results suggest the importance of facilitating
access to GC and_educating patients about genetics.CGP contributes to the identification of germline
variants in patients without a history of hereditary cancer. However, the proportion of patients

who undergo GC should be improved.
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