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Dynamics_and adaptations of the microbiome in methane fermentation in response
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This study aimed to elucidate the response and adaptation of the methane
fermentation microbial community to repeated loading shocks to develop a resilient system for
methane fermentation to organic loading shocks. It was found that inoculum acclimated to complex
substrates showed greater resilience to loading shocks, as microbial diversity was stable and
methane yield was less affected, even at high organic loadings. On the other hand, less frequent
loading shocks severely disrupted the microbial network structure and ultimately impacted methane
productivity. We therefore inoculated the seedlings acclimated to higher organic loadings and found

that methane productivity was maintained and the microbial network was stable, even after repeated
load shocks.
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