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Establishment of monitoring scheme of antimicrobial resistance pollution in
water environment by using integron as a marker gene
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DNA was extracted from water environment and sewage samples from Japan and
Vietnam. High-throughput quantitative PCR was performed targeting antimicrobial resistance genes and

mobile genetic factors, including integrase gene (intll) of class 1 integrons. In addition, the
structure of the class 1 integron gene cassette was analyzed by long-read sequencing. Class 1
integrons were widely distributed in both Japanese and Vietnamese samples. Many antimicrobial
resistance genes were correlated with abundance of intll. The gene cassettes contained antimicrobial

resistance genes such as aminoglycoside resistance genes. Their composition differed between the
two countries, suggesting that distribution patterns of antimicrobial resistance gene via class 1
integrons could be different in two countries.
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