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We previously found that immunosuppressants, whose cellular target is
FKBP12, inhibit the growth of the fission yeast in a medium supplemented with serine as a sole
nitrogen source. The purpose of this research is to unveil the molecular mechanism of the action of
immunosuppressants regarding the serine catabolism in the fission yeast. In this study we unveiled
(1) FKBP12 inhibits catabolism of serine or threonine; (2) genetic screening suggested that
threonine deaminase is the downstream factor of FKBP12; and (3) biochemical analyses showed that
FKBP12 suppresses threonine deaminase. It is well known that threonine deaminase is inhibited by
isoleucine, the end product of the biosynthetic pathway, which is called feedback regulation. This
study unveiled that FKBP12 is a new factor that suppresses threonine deaminase.
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FK506-binding protein, FKBP12, promotes serine utilization and negatively regulates threonine 2022
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