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Fungal virology has made significant contributions to the field of basic
virology. However, compared to the research fields of animal and plant viruses, fungi have limited
effective model host systems to study virus-host interactions and advance virology research. In this

study, we focused on the filamentous fungus Neurospora crassa, which is a model organism in
genetics and molecular biology, and demonstrated its potential as a platform for studying the
diversity of mycoviruses, virus-host interactions and host-antiviral mechanisms. Moreover, we were
able to identify important host factors involved in fungal antiviral mechanisms, particularly in
relation to transcriptional control mechanisms. Through our studies, we have confirmed that N.

c[as?a is a promising model system for advancing both fundamental and applied research in fungal
virology.
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