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Constructions of data analysis scheme by gene-network approaches for non-model
origanism
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Using transcriptome data of silkworm multiple tissues as input data, we
developed the software which performs co-expression analysis and makes gene networks showing
relationships between the genes in input data. The results of co-expression analysis by the software

using the silkworm transcriptome data showed that approximately 1400 genes having the same
expression profiles of either nine silk or silk-related genes were identified. Among the 1400 genes,
92 genes coding transcription factors were identified. Finally, 14 candidate transcription factor
genes were identified from the 92 candidate genes through time-course gene expression analysis,
which can regulate silk or silk-related gene expressions.
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Target Gene Modules Total Transcripts Transcription Factor
total 1022
sericinl 7 565 39
sericin2 6 289 11
sericin3 1 36 2
9 fibroin-H 1 42 5 (including Arrowhead)
fibroin-L 1 80 (including P25) 4
SGF1 1 119 11
SGF3 1 120 6
sage 1 114 8
Antennapedia 1 126 5
1400 1 netwrokz

(Masuoka et al., 2022)
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