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Improving particle behaviors for cryo-EM analysis by PEGylation
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Cryo-EM analysis has become a major methodology for protein structural
analysis in recent years. However, improving behaviors of protein particles on the cryo-EM grids
often poses a bottleneck in structural analysis. In this study, | aimed to improve the behaviors of
protein particles on cryo-EM grid by PEGylating proteins. All of the model proteins tested showed
improved particle dispersion for further structural analyses. This method could be widely used as a
versatile and effective option for cryo-EM grid preparation.
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