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Overcoming the problems in CryoEM analysis using sugar chain and its application
to the innate immune receptor, TLR

Shimizu, Toshiyuki
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We tried to solve the problems in CryoEM analysis (aggregation, orientation
bias etc) by the chemical modification (PEGylation). PEGylation effectivly work in some proteins,
allowing the structural analysis. TLR7 is a glycoprotein and we prepared the TLR7 trimmed by EndH,
and no trimmed TLR7. However, orientation bias in CryoEM analysis was not improved in both cases. In

addition, introduction of glyco-sites sometimes affect the expression level of the protein.
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