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While research on the application of iPS cells to regenerative medicine and
aging research is currently showing rapid development, the details of gene re-programming phenomena
and aging remain in a state of exploration. Epigenetics analysis centered on methylated cytosine has

shown the limitation of using only biochemical methods for heterogeneous materials including normal
structures such as non-pathological lesions and blood vessels. This grant has enabled the Principal
Investigator and his colleagues to explore a new research field of “ morphology-based epigenetics
research” by using ICON probes and rolling circle amplification method to identify land and new
methylation in specific sequences while preserving tissue cell structure. The research grant has
enabled us to promote the development of a new research field of “ morphology-based epigenetics.
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