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Development of novel mucosal vaccines using reovirus vectors
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The aim of this project is to develop mucosal vaccines against the novel

coronavirus (SARS-CoV-2), which has had a significant impact on the global economy, and norovirus
(NV), which causes acute gastroenteritis, using mammalian reoviruses (MRVs). We generated
recombinant MRV by inserting the receptor-binding domain of the SARS-CoV-2 spike protein, fused with
a 2A sequence, into the MRV S1 gene segment. For the generation of recombinant MRV expressing the
NV protein, we inserted the NV VP1 gene within the MRV S gene segment. The recombinant viruses were
analyzed in vitro and in vivo, providing valuable insights for the further development of MRV

vectors.
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