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RNA regulator in breast cancer stem cells and its application to therapy
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The presence of cancer stem cells characterizes the treatment resistance of
triple-negative breast cancer, a subtype of breast cancer known for its treatment resistance and low
survival rate. We identified RBD24 as an RNA-binding protein specifically expressed in the breast

cancer stem cell population, thereby characterizing 1ts cancer stem cell properties at the
post-transcriptional layer. RBD24 stabilizes target mRNAs by binding to cis-elements in the 3' UTR
of various gene mRNAs, and contributes to tumorigenic potential and acquisition of drug resistance.
We found ZEB1 as an upstream transcription factor that regulates RBD24 expression and serves as a
target of RBD24, forming a positive feedback loop linking RNA layer and transcriptional layer. We
showed that the RBD24-ZEB1 axis contributes to treatment resistance and tumorigenecity in vitro and
in vivo.
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