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Simultaneous analysis of single-cell RNA sequencing and single-cell ATAC
sequencing to elucidate hematopoietic stem cell aging

Matsumura, Takayoshi
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Hematopoietic stem cells (HSC) are the source of all blood cells. Aging
of HSCs is a risk factor not only for cancer but also for heart and blood vessel diseases. To
understand the whole picture of the HSC aging, it is essential to analyze HSCs focusing on their
difference among each HSCs.

In this study, we utilized a new method of simultaneous barcoding of DNA and RNA of single
cells, and successfully identified genetic and epigenomic changes that characterize aging HSCs by
comparing HSCs obtained from young mice and old mice. Further, we succeeded in identifying a subset
of aging HSCs with relatively preserved function.
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