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In this study, we plan to extract DNA from archived human temporal bone
specimens and perform next generation sequencing analysis. As a results, we developed relatively
stable DNA extraction method by using organic solvent and DNA extraction it. The extracted DNA were
highly fragmented and average length were 160 bp. However, it is possible to perform PCR and
next-generation sequencing analysis. As a result of next-generation sequencing analysis, we
identified several candidate variants including the CDH23 gene, MYH9 gene, EYA4 gene etc.
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Peak table for sample 1 : _sample 1

Peak Size [bp) Conc. [pg/pl) Molarity [pmol /1] Observations

1 4 35 125.00 54113 Lower Marker

2 164 10,580.32 97,821.1

3 » 10380 75.00 109 Upper Marker
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