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Analysis of common molecular mechanisms associated with epithelium
differentiation and hair growth
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We established a mouse line of epithelium-specific conditional knockout of
Smad4 by crossing Smad4 floxed mice with Keratin 14-Cre mice. These mice showed an abnormal tooth
development phenotype, which is regulated by the epithelial-mesenchymal interaction. In RNA-seq
analysis using control and Smad4 cKO mice, the expression levels of a gene involved in hair growth
were changed in Smad4 cKO mice.
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