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Analysis of oral-derived pathobiont associated with colorectal cancer
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Previous oral-gut association studies have suggested an association between
periodontopathogenic bacteria and colorectal cancer. We performed microbiome analysis of clinical
specimens from polyp patients for exploring oral-derived pathogenic pathobiont. Our results did not
reveal any bacteria characteristic of colorectal cancer, but suggested that many oral bacteria are
pre?ent in the intestinal tract and may affect the bacterial flora of the intestinal mucosal
surface.
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