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We have previously identified D-532 by the high-throughput screening using
the chemical library. D-532 protected kidney function in both type 1 and type 2 diabetic mice that
express diabetic nephropathy (DN). In the present study, we have identified that TXNIP gene, which
is a key molecule for the high-glucose induced ROS, is the target gene of D-532 by RNA sequencing
using RNA extracted from kidney cortex of type 1 DN mice. D-532 may therefore be a potential
therapeutic against DN in the near future.
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