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In this research project, we developed methods to address the domain shift
problem in bio-medical image analysis. For example, we proposed a curriculum-based approach for
learning cell shapes in cell detection tasks, gradually expanding the domain. This method aimed to
overcome the challenge of models trained on a specific dataset (source domain) not performing well
on datasets captured under different conditions (target domain). As a result, many paper were
accepted in a top journal and conferences, e.g., MedlA (IF: 13.828), MICCAI (h5-index: 78), 1SB12023

(h5-index: 55), and WACV2022 (h5-index: 76).
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