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Functional analysis of pathogen effector recognition site of rice blast
resistant protein

2,400,000

This work aims to elucidate the function of the integrated domain of the
resistance protein. | focused on the relationship between the rice blast resistance protein and the
rice blast effector. Analysis of the interaction between the resistance protein and the effector
identified the region of the resistance protein expected to be important for effector recognition. I

also investigated the effect of the effector on the rice immune response using gene expression
analysis and reactive oxygen species (ROS) production measuring method, and found that the rice
blast effector suppressed the rice immune response.
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