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piRNA cluster Rhino

Target-recognition mechanism of Rhino, a factor responsible for transcription of
piRNA clusters.
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HP1 family protein Rhino is responsible for transcription of dual-strand
piRNA clusters in the Drosophila female germline. However, how Rhino establishes, maintains, and
defines dual-strand piRNA clusters in the genome remains unclear. In this study, using
germline-derived somatic cell cultures, 1 was able to show that Rhino co-localizes with a novel
histone modification X, which has not been reported in Drosophila. The genomic localization of Rhino

is reduced by KD of the enzyme thought to be responsible for X modification. X may be involved in
Rhino recruit by enhancing Rhino binding to K9me3.
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