2021 2022

Why can hibernating animals survive even with a low oxygen consumption?

Hiroaki, Ono
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The aim of this study is to compile a list of essential genes for
hypo-metabolic resistance during hibernation, using the liver as the model organ and performing
CRISPR genome-wide screening. The project has achieved four significant outcomes. First, | have
established a protocol to introduce genes into nearly 100% of hepatocytes in vivo (1). Secondly, I
have established a protocol to isolate hepatocytes with a high viability rate of over 90% (2). By
combining this protocol and scRNA-seq, | have identified molecular markers that respond uniquely to
hypo-metabolism (3). Moreover, to label the identified molecular markers, I have developed a tool
that can target RNA itself in vivo and induce the expression of any protein, such as reporter genes
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