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Contributuion of novel myeloid macrophage-like cells to pathology of bone
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We performed flow cytometry and identified two distinct macrophage
populations in the synovium and bone in the arthritic joint using SKG mice, as we previously
reported in another mouse model. We sorted macrophage populations from bone and synovium separately
and conducted RNA sequencing, and found that those macrophage subpopulations had distinct
transcriptomic landscapes across cell types and tissues. Even though they share the same surface
marker expressions, it was estimated that those macrophage subpopulations had different pathological

functions in the pathology of joint arthritis.
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