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The innate immune evasion mechanism of Borrelia miyamotoi
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Borrelia miyamotoi was investigated by mechanism of resistance from human
complement systems. In this study, we constructed gene library for outer membrane proteins gene of
B. miyamotoi by borrelial competent cells which was a human serum-sensitive. Several transformants
were showed a serum-resistant phenotype by evaluating serum sensitive assay. These unknown proteins
were obtained for functional assay on complement pathway. As a result, the protein A specifically
inhibited the classical pathway. Furthermore, the protein B did not inhibit either the classical
pathway or the alternative pathway. So that, it is suggesting that involved in the inhibition of the

terminal pathway that forms the membrane attack complex.
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[1] Affinity ligand binding assay [2] Far western assay
[3] Pulldown assay
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