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Generating novel therapies for neuroblastoma by targeting cancer metabolism and
overcoming its resistance
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This study aimed to explore the possibility of treatment based on the
cancer metabolism™ characteristics of neuroblastoma. By observing the response of tumor cells upon
drug administration, we focused on exploring optimal combination therapies. Animal experiments using

mice were conducted to comprehensively observe the changes in gene expression that occur in tumor
cells upon administration of the candidate drug. We observed that the drugs reduced intracellular
activities involved in tumor cell proliferation, and at the same time, reversely enhanced specific
metabolic pathways. The results of this study provide a new target for combination therapy as well
as verification of the mechanism of action of the candidate drugs, and we will continue our search
for the optimal combination therapy based on these results.
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