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Validation of Extracellular Vesicle Proteins as Cancer Prognostic Factor
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Using clinical samples as small as 100 py 1 of plasma from colorectal cancer
patients and healthy controls, we analyzed data obtained from targeted proteomics performed of
plasma extracellular vesicles. We identified a subtype of patients with poor prognosis independent
of TNM classification, which is important in determining treatment strategy. This subtype also
suggested that patients with higher expression of extracellular vesicle protein: ORM-1 had a poorer
prognosis and that ORM-1 may be an independent predictor of prognosis. The results were published in

CancerMedicine in November 2022, with the lead author as the first author.
We had planned to study other cancers, but a major revision of the biobank fee was planned, making
it difficult to carry out the original plan, and the research plan was revised.
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