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New identification of genetic abnormalities associated with gastric
carcinogenesis by comprehensive analysis of intestinal metaplasia

Kumagai, Ken
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We obtained metaplastic and non-metaplastic epithelium from gastric cancer
cases with Helicobacter pylori infection. We used a gastric gland as a sample for DNA analysis and
multiple glands as a sample for DNA and RNA analysis. We extracted DNA and RNA from each sample. DNA

sequence and RNA expression level were analyzed using a next-generation sequencer, and copy number
changes were calculated based on the obtained genomic data. We found that each metaplastic glands
have a much higher number of genetic mutations than non-metaplastic glands. We also found that the
gland of intestinal metaplasia clonally expands by repeating division. We also found that the
expression of gene repair enzymes of metaplastic gland was lower than that of non-metaplastic glands
even in the same cases.
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Expansion of gastric intestinal metaplasia with copy number aberrations contributes to field 2022
cancerization
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Study of high-risk gastric glands for gastric cancer by genome analysis of each gland in the gastric mucosa
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