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In this study, applicant sought to elucidate the nature of medulloblastoma
and cerebellar glioblastoma at the molecular level using mouse models of each type of brain tumor
generated by electroporation. Simultaneous overexpression of genes A and B in the cerebellum of
embryonic mice induced oligodendroglial cell-derived glioblastomas rather than neuroblastoma-derived

medulloblastomas. Furthermore, activation of different cell type-specific genes A and B induced the
formation of distinct brain tumors, medulloblastoma and cerebellar glioblastoma, respectively.
Based on these results, the applicant focused on the phenomenon of cell trans-differentiation in the
cerebellum, especially during development.
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