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Elucidation of pathology in severe retinal disease using dual lineage-tracing
technology

TASAKI, Kuniharu
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Using the CreERT2 system downstream of the Rlbpl gene, we generated
Cre-expressing mice by tamoxifen administration. By mating this mouse with a flox mouse, it becomes
possible to track fibrotic muller cells and regulate the expression level of any gene. In addition,
we created fibrotic macular degeneration models and severe retinal detachment models that reproduce
severe retinal diseases, and investigated the efficiency of their creation conditions.
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