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Does Oral Helicobacter Pylori Cause Gastric Cancer? Retrieval by DNA analysis
using magnetic beads.
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The infection mechanism of Helicobacter pylori from the oral cavity to the
stomach has not been fully elucidated, and it has not been possiB%e to confirm the survival and
death of the bacteria in the oral cavity. In this study, in order to elucidate the relationship
between the stomach and oral cavity, DNA will be extracted from oral and gastric samples of patients
with current H. pylori infection in the stomach and oral cavity. Then, homology is then analyzed by
performing nested PCR and MLST analysis.
As a result, although the gastric and oral H. pylori have different genes, they are likely to be
closely related. Using MLST to analyze the genetic relationship between gastric and oral H. pylori
is useful for considering the elucidation of the infection route. In this study, since the analysis
was based on a limited number of gene combinations, it is necessary to establish a culture method
for oral H. pylori to clarify whether the oral cavity is the source of gastric infection.
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