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Identification of functional protein phosphorylation state using Phos-tag
diagonal electrophoresis and its application to understand metabolic disorders
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Phos-tag electrophoresis requires highly specific antibodies or purification
of target proteins to detect specific protein phosphorylation. This study revealed that by using
Phos-tag diagonal electrophoresis, proteins can be transferred to a PVDF membrane similar to a
regular Western blot, allowing to detect the phosphorylation state of any target protein. This
enables the identification of functionally phosphorylated states of specific proteins from a diverse
range of cellular and tissue-derived proteins. By focusing on protein phosphorylation states as a
new perspective, this technique can be applied to elucidate the pathogenesis of various diseases.
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