&

N H |

A 'l
4
K A K E

BxXc—19

HPrHARBEMAER (RrHRERER) HRARRSE
T 25 455 1 17 1 BiE

HEAES : 12501
HIEiER - ABME (B)
FFZEHAR :  2010~2012
RREFE S . 22370030
HARFEL (FX) NAIY - X2 TI30RHEFTICE < BRBADEH B RN—X TOEN
MZE:ERES (EX) Linkage-map based study of natural selection acting on the hybrid zones
between Pinus pumila and P. parviflora
HRRAKE
#E HR1T (YASUYUKI WATANO)
FEKRE - KFREZHER - Bz
HMREES : 70192820

WFFER R OME (Fo3)

R B BARBINE R T2 BT, A= eXxxIayio 3 1ROz MR (J\H W L -
TN OB & 2 BB F IS o7 34 3845 78 (11 SEEEAE) 2 iV CHEHT L 7=,
ZORER, FL T COMFHEN DA BITHE M- TRV, 230 3 (LR THIEL o F—ZRLIZ
BARFEEN 4 RIS, ZNDOBETEIZIE, BIRRIRAEOTODEIRIBIND, Fo,
AT OAR T L~ i E TR, 2O LR Tl RO B G 3 TL TWDTEN T ho
77

WHERCR OB (930 -

Genetic structures of three hybrid zones (Mt. Hakkoda, Mt. Zao and Mt. Tanigawa) were
analyzed by using 34 marker loci mapped on a linkage-map in order to detect natural selection
acting on the hybrid zones. Statistically significant deviations of allele frequencies were detected at
4 marker loci consistently across all hybrid zones. It is suggested that natural selection would act on
the 4 loci. Additionally, we found that the hybrid population in Mt. Zao showed the least level of
linkage disequilibrium, suggesting that genetic fusion between the two parental species is highly
developed in Mt. Zao.
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