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mapping procedure based on genome-wide gene expression analysis data in rice.

: We aimed at developing a novel QTL (quantitative trait locus)

In the

present study, quantitative digital gene expression analysis method was developed,
allowed to analyzing expression of thousands of gene in multiple samples, like segregated

individuals. Additionally,

of digital expression QTL analysis.

a novel tool for exploring DNA polymorphisms was also
established and it enabled to genotyping many loci at a time.

These techniques were basis
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