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Novel biomarker for excessive drinking was determined by serum deep proteome analyses. In
addition to expression proteomics, antibody against proteins overexpressed in cancer tissues were
explored. Serum anti-Ku86 was found to be a potential early diagnostic marker for hepatocellular
carcinoma. Gingival crevicular fluid (GCF) was analyzed as a typical example of proximal fluids to
search for biomarkers of periodontal diseases.
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