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MIFFEAET*F U CTHRBLME « S 0 4= 3 B & 18 5 T2 A R (BoLA) 7 7 A TIDRB3 #Eix
FOT VT HIIZBT DM EEIT T IS, 7 4 U B D 5 DO FBIZAEET 5 Holstein,
Sahiwal, Brahman., EAFER L O OARZHEREDE! 981 B DNA ZIXE L. nested PCR 12XV
BLV D &7 o7& Z A, BLV BRI 1.6%~11% & BT L » TR D L ODEEHITK
MoTz, W, 74 VEVFICH#EGETE DL 912 B L7z PCR-SBT i£IZ 6 fIEOHH 2 &1
81 fi¥H BoLA-DRB3 7 U LB ENTZZ LD, 7V T 40 MHC M & E 2 kit 2~
EWRENT, £, BIWFERIEZHET D27V MET 4 UV B O T U TIRIEF IR N
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We previously demonstrated that bovine leukocyte antigens (BoLA)-DRB3 alleles associated with
resistance or susceptibility to development of bovine leukemia virus (BLV)-induced B lymphoma and
analyzed distribution of these alleles in Japan and South-America.

However, until now, none of the South-east Asian breed had been characterized for BoLA-DRB3 genes
by PCR-sequence based typing (SBT). Hence, we here sequenced exon 2 of the BoLA class || DRB3
gene from 981 cattle including Holstein, Sahiwal, Brahman, Philippine Native and its cross breed,
corrected from five islands of Philippine using modified SBT method which is suitable for Philippine
cattle. In addition, we detected BLV by a new BLV-CoCoMo-gPCR. We identified the 75 previously
reported alleles and 6 novel alleles. Interestingly, the number found in each breed is extent high level,
indicating that that Asian breeds reveal extent high level of polymorphism for BoLA-DRB3 distributions.
Our result also showed BLV-infected cattle with the susceptibility-associated allele was significantly
lower than that in Japan.
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