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WSRO E (330) : In this study, I intend to uncover the genetic determinants that
control the age-associated changes of energy metabolism-associated brown adipose tissue
function by functional genomics with mouse inter-subspecific consomic strains. Using
B6-ChrNMSM consomic strain panel and B6-ChrNMSM-derived congenic strains, I
conducted systematic phenotype screening of energy metabolism related physiological
traits by developing measurements for new parameters of the energy metabolism-related
phenotypes such as fat deposition. Currently, I am exploring causative genome difference
responsible for high calorie diet-dependent fat-deposition.
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