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We developed a novel mixing model (IsoWeb) that estimates diet proportions of all
consumers in a food web based on stable isotope information. IsoWeb requires a
topological description of a food web, and stable isotope signatures of all consumers
and resources in the web. A merit of IsoWeb is that it takes into account variation in
trophic enrichment factors among different consumer-resource links. Sensitivity
analysis using real and hypothetical food webs suggests that IsoWeb is applicable to a
wide variety of food webs differing in the number of species, connectance, sample size,
and data uncertainty. Moreover, using an illustrative application to a real food web, we
demonstrated that IsoWeb can compare the plausibility of different candidate
topologies for a focal web.
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