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Proteins from thermophiles are expected as a source of excellent biomaterials that can
function under high temperature conditions, where chemical reactions are accelerated.
This study deals with functional analysis on hypothetical genes of the
hyperthermophilic archaeon, Thermococcus kodakarensis, with focusing attention on
its transcriptional regulation network. As a result, a new sugar-degrading enzyme was
1dentified that can hydrolyze maltooligosaccharides.
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