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For elucidation of the reaction mechanism of glecerophoshodiesterphosphodiesterase
family protein (GDE1~7), studies on the structures and functions of GDE were carried
out. Crystals of mouse membrane protein GDE1l were obtained in several new
crystallization conditions including magnesium ion. These crystals diffracted up to 3.0
A resolution, and we are analyzing these data to determine the structure.
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Space group Hexagonal
a=b=9417 A
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Resolution(A) (414~ 4.00)
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Mean 1/ ol (10.9)
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